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i <;110> APPLICANT: Godbole, Shubhacia D 

4 Boyle, Bryan J 

5 Mi.ze, Nancy K 
f' Deng, Cenhua 
7 Goodrich, Ryle 

Arterbiirn, Matthew c 

Zhou, Ping 
10 I'ang, Y. Tom 

■^1 Liu, Chenqhua 

12 Ye u tig, Gt^orge 

13 Drmanac, Radoje T 

15 <120> TITLE OF I^fV^]NTION: METHODS AND MATERIALS RELATING TO ALPHA - 2 - MACROGLOBULI N- LI KE POLYPEPTIDES 
If' AND POLYNUCLEOTIDES 

18 <13 0> EILE REFERENCE: HYS-31CIP 
-> 20 <140> CURRENT APPLICATION NUMBER: US/09/756,24 7 
21 <141> CURRENT FILING DATE: 2001-01-08 
2 3 <150> PRIOR APPLICATION NUMBER: 09/6 4 9,167 
24 <151> PRIOR FILING DATE: 2000-08^23 

26 <150> PRIOR APPLICATION NUMBER: 09/540,217 

27 <151> PRIOR PILING DATE: 2000-03-31 

2 9 <15 0> PRIOR APPLICATION NUMBER: 09/6 84,711 

3 0 <151> PRIOR F' I LING DATE: 2000-10-06 

32 <150> PRIOR APPLICATION NUMBER: 09/560,875 

33 <151> PRIOR FILING DATE: 2000-04-27 

35 <I50> PRIOR APPLICATION NUMBER; 09/496,914 

3 6 <151> PRIOR FILING DATE; 2000*02-03 
38 <160> NUMBER OF SEQ ID NOS : 41 

4 0 <170> SOFTWARE: PatentTn version 3.0 
4 2 <210> SEO 10 NO: 1 

4 3 <211> LENGTH: 386 

4 4 <212> TYPE: DNA 

4 5 <213> ORGANISM: Homo sapiens 

4 7 <4 0 0> SEQUENCE: 1 

4 8 tggataqcaa cLtcgctcca gggaatgaca agcactccat qggqgaact.a caggatccaa 60 
50 atagcaacag gattgcacag ggctggaagt ggtacctgag caaggcattq tatacctgtc 120 
52 cttocaactg gcaccagagg caatgcLgga cacctacaLg Lggcagtggc Lgagggcaag 180 
54 acctr.Lggla ctLl:cagtgt ggaggaatat gtgctgccga agtttaagga ggcotttcgtc 240 
56 cacaatccgg gggLcgggag taggaattat ttf:ttgcttt gaggagaaca aaaaggttcL 300 
50 aattcagagq (jgqaacggca cctttgtaca gactgacaaa cctctctaca cccuagggca 360 
60 gcaagLqtat LtccgcaLtg tcacca " 3j^5 

6 3 <2T0> SEQ ID NO; 2 
64 <211> LENGTH : 13 5 9 
6 5 <212> TYPE: DNA 
66 <213> ORGANISM: Homo sapiens 

68 <400> SEQUENCE: 2 

69 tggacaattc ggcacgagct agcaacttot ggactgaaga agaggcactt acattygatc 60 
71 LcoLttcttg taccacctcc tgctggLggc acagaagaag tggccacaat ccgggtgtcg 120 
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73 gciagttcjtga aaLaacaLca gctttgagcja gaagaaaaag gttctaattc agaggcaggg 
75 gaacggcacc tttgtacaga ctgacaaacc tctctacacc ccagggcagc aagtgtattt 
77 ccgcattytc accatggata gcaacttcgt tccagtgaat gacaagtact ccatggtgya 
79 actacaqgat ccanatagca acaggattgc acagtggctg gaagt.ggtac ctgagcaagg 
81 cattgtagac ctgtccttcc aactggcacc agaggcaatg ctgggcacct acactgtggc 
83 agtggctgag ggcaagacct ttggtacttt cagtgtggag gaatatgtgc tgccgaagtt 
85 taagqtggaa gtggtggaac ccaaggaqtt atcaacgqtg caggaatctt tcttagtaaa 
87 aatttgttgt aggtacacct atggaaagcc catgctaygg gcagtgcagg tatctgtgtg 
89 tcagaagggc aaatacttac tggtatcgag aggtgggaac gggaaccagc ttcctggacc 
91 aatgcaggaa cotctctggo cagactgaca aaaoaggatg tttctcagca cctgLggaca 
93 tqgccacctt tgacctcatt ggatatgcgt acagccatca aatcaatatt gtggctactg 
95 ttgtqgaqga aqqqacaqgt gtqqaggcca atgccactca gaatatotac atttctccac 
97 aaatqgqatt aaatqacctt tggaaqacac cagcaatttt taccatccaa attttcccct 
9 9 tcagtggqga agataaggaa ttaggggcca atgatgacct cttcctcaag aaccatctag 
ini tqtttcLggt gatttatqqr: acaaatggaa ccttcaacca gaccctgqtt actgataaca 
103 atgqcct:aqc tccctttacc tttqgagaaa tccccgqtgq aaagggacaq aacgLtctct 
105 gyagggaaag ttttcaatag qaaaacttat tatataatcc qgaacada<]g gccaccgLta 
107 ctaccaaaaa ggcctaacct gggccLgcga acccttttac aagaacaaac ccggaacttt 
109 cctttqgcat tcccccggct ta a acgg ccc cttgaaatyt ggccagcccc aggaagtgot 
111 qgtqgaatta ttacattcga cccqggccat gcaagcccct gacccaagag atcaaccttc 
1'13 ttctactatt ttaaataggg aaaggaagtt tggtgaatg 
116 <210> SEQ TD HO: 3 



117 <211> LENGTH: 4 52 7 

118 <212> l^YPE: DMA 

119 <213> ORGANISM 

121 <2 2 0> FEATURE: 

122 <221> NAME/KEY 

123 <22 2> LOCATION 
12 5 <4 00> SEOtJENCE 



Homo sapiens 



CDS 
(1) . 
3 



(4527) 



126 atg tgg get cag etc: ctt eta gga atg ttq gcc eta tea cca gee att 

127 Met Trp Ala Gin Leu Loai Leu GJy Mc-;t Leu Ala Leu Sf-r Pro Ala llo 



128 1 



10 



15 



130 gca yaa gaa ett eea aae tac ctg gtg aca tta cca gcc egg eta aat 



131 Ala Gill Glu Leu Pro Asn 



132 



2 0 



Tyr Leu Val Thr 
25 



Pro Ala Arg Leu Asii 
30 ' 

ttg gac ctg age cet ggg tac agt 



134 ttc ccc tec gtt cag aag gtt tgt 
13 5 Pile Pro Ser Val Gin Lys Val Cys Leu Asp Leu Ser Pro Gly Tyr Ser 

40 



136 



35 



4 5 



138 gat gtt aaa ttc acq gtt act ctg gag ace aag gac aag aec eag aag 

139 Asp Val Lys Phe Thr Val Thr Leu Glu Thr Lys Asp Lys Thr Gin Lys 
14 0 50 5 5 60 

iaq aag agg cac tta cat tgt ate tee 



142 ttg eta gaa tac tot gga etg 
14 3 Leu Leu Glu Tyr Ser Gly 



14 4 6 5 

14 6 ttt ett 

14 7 Phe Leu 
148 



Leu Lys Lys Arg His Leu His Cys lie 
75 



Se 
80 



gta cca cct ect get ggt ggc aca gaa gaa gtg gcc aca ate 

Val Pro Pro Pro Ala Gly Gly Thr Glu Glu Val Ala Thr Tie 

85 90 95 

150 egg gtg teg gga gtt gga aat aae ate age ttt gag gag aag aaa aag 

151 Ar;g Val Ser Gly Val Gly Asn Asn lie Ser Phe Glu Glu Lys Lys Lys 



180 

240 

300 

360 

4 20 

480 

540 

600 

660 

720 

780 

840 

900 

96 0 

1020 

108 0 

1140 

120 0 

126 0 

1320 

1359 



14 4 



24 0 



288 
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152 








100 










105 










110 








154 


gtt 


eta 


att 


cag 




cag 


ggg 


aac 


ggc 


acc 


ttt 


gta 


cag 


act 


gae 


aaa 


3B4 


155 


Val 


Leu 


Tie 


Gin 


A,rg 


Gin 


Gly 


Asn 


Gly 


Tlir 


Phe 


Val 


Gin 


Thr 


Asp 


Lys 




156 






.1 15 










120 










125 










1 5 H 


cct 


etc 


tac 


acc 


cca 


ggg 


cag 


caa 


gtg 


tat 


ttc 


cgc 


att 


gte 


aec 


atg 


4 32 


159 


P ro 


Lgu 


Tyr 


Thr 


Pro 


Gly 


Glti 


Gin 


va 1. 


Tyr 


Phe 


Arg 


He 


Val 


Thr 


Met 




160 




130 










135 










140 












1 6 2 


9a t 


age 


aac 


ttc 


g tt 


cca 


gtg 


aat 


gae 


aag 


tac 


tee 


atg 


gtg 


gaa 


eta 


4 80 


163 


Asp 


Ser 


Asri 


Phe 


Val 


Pro 


Val 


Asn 


Asp 


Lys 


Tyr 


Ser 


Met 


Val 


Glu 


Leu 




164 


14 5 










150 










155 










16 0 




lf>6 


cag 


gat 


cca 


aat 


age 


aac 


agg 


att 


gea 


cag 


tgg 


ctg 


gaa 


g tg 


g ta 


cct 


523 


167 


Gin 


Asp 


Pro 


Asn 


Ser 


Asn 


Arg 


Tie 


Ala 


Gin 


Trp 


Leu 


Glu 


Val 


Val 


Pro 




16B 










165 










170 










17 5 






170 


gag 


caa 




att 


yta 


gac 


ctg 


tee 


tte 


eaa 


ctg 


gea 


cca 


gag 


gea 


atg 


576 


X7:i 


Glu 


Gin 


Gly 


He 


Val 


Asp 


Leu 


Ser 


Phe 


Gin 


Leu 


Ala 


Pro 


Glu 


Ala 


Me t 




172 








180 










185 










190 








17 4 


ctg 


tj (.] c 


acc 


tac 


act 


gtg 


gea 


i^g 


get 


gag 


gqc 


aag 


acc 


ttt 


ggt 


act 


624 


175 


Geu 


Gly 


TVt r 


Tyr 


Thr 


Val 


Ala 


Val 


Ala 


Glu 


Gly 


Lys 


Thr 


Phe 


Gly 


Thr 




'] 7 6 






1 9 5 










200 










205 










178 


ttc 


aq t 


q tg 


gag 


gaa 


tat 


gtg 


ctg 


ceg 


aag 


ttt 


aag 


gtg 


qaa 


gtq 


gtg 


672 


179 


Phe 


Ser 


Val 


Glu 


Glu 


'I'yr 


Val 


Leu 


Pro 


Lys 


Plie 


Lys 


Val 


Glu 


Va I 


Va I 




1 8 0 




210 










215 










220 












1 8 2 


gaa 


ccc 


aaq 


gag 


tta 


tea 


acg 


gtg 


cag 


gaa 


tct 


tte 


tta 


g ta 


aaa 


att 


720 


1 8 3 


CUu 


Pro 


Lys 


Glu 


Leu 


Ser 


Thr 


Val 


Gin 


Glu 


Ser 


Phe 


Leu 


Va 1 


Lys 


He 




184 


22 5 










230 










235 










24 0 




1 8 6 


tg t 


t_g1: 


agg 


tac 


ace 


tat 


gga 


aag 


ece 


atg 


cLa 


qgg 


g ea 


g tg 


ca q 


gta 


768 


1 8 7 


Cys 


Cys 


Arg 


Tyr 


Thr 


Tyr 


Gly 


Lys 


Pro 


Met 


Leu 


Gly 


A i a 


Va [ 


G 1 n 


Val 




188 










245 










250 










255 






ISO 


tct 


g tg 


tgt 


cag 


aag 


gea 


aat 


act 


tac 


tgg 


tat 


cga 


gag 


gtg 


gaa 


egg 


816 


191 


Ser 


Val 


Cys 


G.1 n 


Lys 


Ala 


Asn 


Thr 


Tyr 


Trp 


Tyr 


Arg 


Glu 


Val 


Glu 


Arg 




I 9 2 








260 










265 










270 








1 94 


ga a 


caq 


ctt 


cct 


gae 


aaa 


t: g e 


agg 


aae 


etc 


tct 


gga 


c: a c] 


a c t'. 


gae 


aaa 


864 


19 5 


Glu 


G 1 n 


Lgu 


Pro 


Asp 


Lys 


Cys 


Arg 


Asn 


Leu 


Ser 


Gly 


G 1 n 


Th r 


Asp 


Lys 




196 






275 










280 










28 5 










1 98 


aca 


gga 


t.g t 


tec 


tea 


gea 


cct 


gtg 


gae 


atg 


gee 


ace 


1 1 1: 


gae 


etc 


att 


912 


19 9 


Th r 


G 1 y 


Cy s 


Phe 


Ser 


A 1 a 


Pro 


Va I 


Asp 


Met 


Ala 


Thr 


Phe 


Asp 


Leu 


I le 




200 




290 










295 










300 












2 02 


gga 


tat 


gcg 


tac 


age 


ca t 


caa 


ate 


aat 


att 


g tg 


get 


act 


gtt 


gtg 


gag 


960 


2 U 3 


(; 1 y 


Tyr 


Ala 


Tyr 


Ser 


l^ i s 


Gin 


lie 


Asn 


He 


Val 


Ala 


Thr 


va 1 


Val 


Glu 




2 04 


30 5 










3 1 0 










315 










320 




206 


gaa 


gag 


aca 


ggt 


gtg 


gag 


gcc 


aat 


gcc 


act 


cag 


aat 


ate 


tac 


att 


tct 


100 8 


207 


Glu 


G 1 y 


Th r 


Gly 


Val 


Glu 


Ala 


Asn 


Ala 


Thr 


Gin 


Asn 


I le 


Tyr 


He 


Ser 




2 08 










325 










330 










3 35 






210 


cca 


caa 


atg 


gga 


tea 


atg 


ace 


tLtt. 


gaa 


gae 


acc 


age 


aat 


t tt 


tac 


eat 


.1 0 5 G 


21 1 


Pro 


Gla 


Met 


Gly 


Ser 


Met 


Thr 


Phe 


Gl u 




Thr 


Ser 


Asn 


Phe 


Tyr 


H.i s 




212 








34 0 










34 5 










350 








214 


cca 


aat 


ttc 


c c c 


Ltc 


agt 


9gg 


aag 


a ta 


aga 


gr.t 


agg 


ggc 


cat 


gat 


gae 


1104 


2:1 5 


Pro 


Asn 


Phe 


Pro 


Phe 


Ser 


Gly 


Lys 


1 le 


Arg 


Va 1 


Arg 


Gly 


n i s 


Asp 


Asp 




2;i6 






35 5 










360 










365 
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218 tec ttc etc aag aac cat eta ytcj ttt ctg cjtg att tat qcjc aca aat 1152 

219 Ser Phe Leu Lys Asn His Leu val Phe Leu Vril He Tyr Gly Thr Astt 

220 370 375 380 

222 tjga acc ttc aac cag acc ctg cjtt act qat aac aat ggc eta yet ccc 1200 
22 3 cay Thr Phe Asn Clri Thr Leu Val Thr Asp Asn Asn Cly Leu Ala Pro 
224 385 390 395 ^ 400 

226 ttt acc ttg gag aca tec ggt tgg aat ggg aca gac gtt tct ctg gag 124 8 

227 Phe Thr Leu Glu Thr Ser Gly Trp Asn Gly Thr Asp Val Ser Leu Glu 

228 405 410 415 

230 gga aay ttt caa aty yaa gac tta gta tat aat ccg yaa caa ytg cca 1296 

231 Gly Lys Phe Gin Met Glu Asp Leu val Tyr Asn Pro Glu Gin vai Pro 

232 420 425 ' 430 

234 cgt tac tac caa cjat gcc tac ctg cac ctg cga ccc ttc tac age aca 13^14 

235 Ary Tyr Tyr Gin Asn Ala Tyr Leu His Leu Arg Pro Phe Tyr Ser Thr 

236 4 35 44 0 44 5 

2 38 acc cgc aye ttc ctt ggc ate cac cyy eta aac ggc ccc ttg aaa tyt 13 92 

2 59 Thr Ary Ser Phe Leu Gly He His Arg Leu Asn Gly Pro Leu Lys Cys 
24 0 4 50 455 4 60 

242 yyc cag ccc cay gaa gtg ctg ytg gat tat tac ate gac ccy ycc gat 1440 
24 3 Gly Gin Pro Gin Glu Val Leu Val Asp Tyr Tyr lie Asp Pro A La Asp 
244 46 5 470 :J75 4 80 

246 gca age ect gac caa gag ate age ttc tec tac tat tta ata ggg aaa ;1488 

247 Ala Ser Pro Asp Gin Glu Tie Ser Phe Ser Tyr Tyr Leu Tie Gly Lys 
24 8 485 490 4 9r) 

250 gya ayt tty gtg aty gay ygg eag aaa cac ctg aac tct aay aag aaa 1536 

251 Gly Ser Leu Val Met Glu Gly Gin Lys Vtis Leu Asn Ser Lvs Lys hvs 

252 500 505 510 

2 54 gya ety aaa gee tec ttc tct etc tea ctg acc ttc act toy ay a ety 1584 
2 55 Gly Leu Lys Ala Ser Phe Ser Leu Ser Leu Thr Phe Thr Ser Ary Leu 
256 515 520 525 

258 gee ect gat cet Leo ctg gtg ate tat ycc att t,tt ccc agt gga ggt 1632 

259 Ala Pro Asp Pro Ser Leu Val He Tyr Ala Tie Plie Pro Ser Gly Gly 

260 530 535 5^0 

262 gtt gta get gac aaa att cag ttc tea gtc ygg aty tgc ttt gac aat 1680 

26 3 Val Val Ala Asp Lys He Gin Phe Ser Val Gly Met Gvs Phe Asp Asn 

264 545 550 555 ^ 560 

266 cag ytt tec ctt gyc ttc tee ccc tec cay cay ett cca gya yea gaa .1728 

26 7 Gin Val Ser Leu Gly Plie Ser Pro Ser Gin Gin Leu Pro Gly Ala Glu 

268 565 570 575 

270 yty gag ctg cag ctg cag gca get ccc gya tee ctg tyt gey etc cgy :1776 

271 Val Glu Leu Gin Leu Gin Ala Ala Pro Glv Ser Leu Cys Ala Leii Arg 

272 580 585 ^ 590 

274 gcg gtg gat gag agt gtc tta ctg ctt agg cca yac aya gag ctg age 18 24 

275 Ala Vai Asp Glu Ser Vai Leu Leu Leu Arg Pro Asp A.rg Glu Leu Ser 

276 595 600 605 

278 aac cgc tct ytc tat yyy aty ttt cca ttc tgg tat gyt cac tac ccc 1872 
2 79 Asn Arg Ser Val Tyr Gly Met Phe Pro Phe Trp Tyr Gly His Tyr Pro 
2 80 610 6 15 620 

282 tat caa ytg yet gag tat gat cag tg L cca yty tct ggc cca tgg gac 1920 
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7^1 


J yi 


Girt 


Val 


Ala 


Glu 


Tv r 


As J ) 


Gin 


Cys 


Pro 


Val 


Ser 


Gly 


Pro 


Trp 


Asp 




234 


625 










630 










635 










640 




286 


t tt 


cc t 




ccc 


etc 


att 


f J a c 


cca 


a t. q 


ccc 


ca a 


999 


cat 


teg 


age 


cag 


1968 


297 


Phe 




Gin 






He 


Asp 


Pro 


Met 


P ro 


01 n 


Gly 


H is 


Ser 


Ser 


Gin 




288 










64 5 










650 










655 






290 


cqt 


tec 


<i Lt 


a i:c 


tgg 


aqq 


ccc 


teg 


ttc 


tct 


yaa 


ggc 


acg 


gac 


ctt 


ttc 


2 016 


291 




Set' 


I J.e 


j: i e 


Trp 


Arg 


Pro 


.ser 


Phe 


Ser 


Giu 


Gly 


Thr 


Asp 


heu 


P)te 




29 2 








660 










665 










670 








294 


a .) L 


ttt 


t: tc 


cqq 


9 ac 


g tg 


ggc 


ctg 


aaa 


a ta 


ctg 


tec 


aa t 


gcc 


aaa 


a tc 


2064 


29 5 






Phe 


Arg 




Va I 


G 1 V 


IjCU 


Lys 


He 


Leu 


Ser 


Asn 


Ala 


Lys 


He 




29f) 






67 5 










6 80 










685 










29 8 




uaq 


ecu 


gta 


t] a t 


tgc 


a g t:. 




a I-] a 


t ct 


c c a 


gaa 


tac 


age 


act 


gel 


2112 


29 9 


LjV s 






Va I 


Asp 




Ser 


H is 


A.tg 


Ser 


Pro 


Glu 


Tyr 


Ser 


Ttir 


Ala 




3 0 0 




6 9 0 










6 9 5 










7 00 












30 2 


att 


tl^l t 


9 '^J ^ 


g g 


CJ (J ti 


eat 


cea 


<.] a g 


get 


ttt 


Cj ag 


tea 


tea 


act 


cct 


ttd 


216 0 


^ 0 ^ 


net 


G 1" 


G 1/ 


Gly 


G 1 V 


Hi y 


Pro 


G J, u 


Al a 


Phe 


G .1 u 


Ser 


Ser 


TlU' 


Pro 


Leu 




3 0 '1 


70S 










710 










715 










720 




3 Of) 




caa 


qra 


9 ag 


gat 


tct 


ca<3 


q tc 


cq c 


cag 


tac 


ttc 


cca 


gag 


acc 


t,qg 


220B 


307 


IT i s 


(i Ln 


A 1 (1 


G ] \i 




Ser 


G 1 n 


Val 


Ar c| 


Gin 


Ty r 


Pile 


Pro 


Glu 


Thr 


Trp 




3 OB 










7 2 5 










7 30 










735 






3 '] 0 


f tc 




c at 


Ctq 


ttt 


cot 


att 


ggt 


aa c 


t eg 


99 g 


a ag 


gag 


gcg 


gtc 


cac 


2256 


J J. i 


Lou 


Trp 


A ' " 




p]je 




Tic 


G 1 V 
U.J y 




Se L" 


G 1 V 

V) X.J 


TjVS 


C 1 u 


Ala 


Va ]. 


His 




3 1 








7 4 0 










74 5 










750 








3 1 -1 




acri 




cc t 


que 


gcc 


ate 


acc 


ga<j 


t g q 


a a q 


9 9 


atg 


ag t 


ttc 


tgc 


2 30 4 


3 1 5 


Vet 1 


Th r 


Va 1 


Pro 


Asp 


Ala 


lie 


Thr 


Glu 


Trp 


Lvs 


A X a 


Met 


Ser 


Phe 


Cys 




J J. 0 






7 5 










76 0 










765 










318 


clC t 


t rr 




tea 


aqa 




ttc 


99 g 


ctt 


tea 


ccc 


act 


gtt 


gqa 


eta 


act 


2 35 2 


3 ] 9 


Thr 


St^ r 


G 1 ii 


Ser 




Gl V 

V J -1 y 


PhG 


Glv 


liG U 


Se r 


P ro 


Thr 


Val 


Gly 


Leu 


Thr 




32 0 




770 










775 










780 












3 2 2 


M U L 


tt c 




ccg 


ttc 


ttt 


gtt 


gac 


ctq 


ac t 


etc 


cct 


tac 


tea 


gta 


gtc 


24 00 


32 3 


Ala. 


P Oe 


T 


Pro 


P llG 


Phe 


Va.t 


Asp 


Leu 


Th .r 


Leu 


Pro 


Ty r 


Se.c 


val 


Val 




32 4 


7 B "3 










790 










79 5 










800 




3 2 6 


CCj t 


9 Si 9 




tec 


1 1: t 




ctt 


act 


Cj c c 


acc 


ate 


t,tc 


a at 


tac 


eta 


aag 


24 4 8 


327 


Arcf 


Gly 


Glu 


ser 


Phe 


Arg 


Leu 


Thr 


Ala 


Thr 


He 


Phe 


Asa 


Tyr 


Leu 


Lys 




32 8 










80 5 










810 










815 






330 


qat 


tqc 


ate 


aqg 


gtt 


cag 


act 


gac 


ctg 


get 


aaa 


teg 


cat 


93 9 


1:a c 


cay 


2496 


3 3 1 


Asp 


Cys 


He 


Arc] 


Val 


Gin 


Thr 


Asp 


Leu 


Ala 


tys 


Ser 


Hi s 


Glu 


Tyr 


G].n 




332 








820 










825 










8 30 








334 


eta 




t.ca 


tgg 


gca 


gat 


tct 


cag 


arc 


tec 


ayt 


tgt 


etc 


t.qt 


get 


gat 


2544 


3 35 


Leu 


Glu 


Ser 


Trp 


Ala 


Asp 


Scr 


Gl n 


Thr 


Se r 


Ser 


Gys 


Leu 


cys 


Ala 


As p 




33b 






8 35 










84 0 










845 










338 




gca 


aaa 


acc 


cac 


cac 


tgg 


aac 


ate 


aca 


get 


gtc 


a a a 


ttg 


ggt 


cac 


2592 


33 9 


Asp 


Ala 


Lys 


Thr 


His 


His 


Trp 


Asn 


He 


Thr 


Ala 


vai 


Lys 


Leu 


Gly 


His 




34 0 




8 50 










855 










86 0 












34 2 


ritt 


aac 


ttt 


act 


att 


ac^t 


aca 


aaq 


att 


c t g 


gac 


a CJ c 


a a t 


gaa 


cca 


tgt 


264 0 


34 3 


lie 


Asn 


Phe 


Tlir 


He 




Thr 


Lys 


He 


Leu 


Asp 


Ser 


Asn 


Glu 


Pro 


Cys 




344 












870 










875 










88 0 




34 6 


gqq 


ggc 


cag 


aag 




ttt 


gtt 


ccc 


caa 


aag 


ggc 


cga 


ag t 


gac 


a eg 


etc 


2688 


34 7 


Gly 


Gly 


Gin 


Lys 


G.I 7 


Phe 


Val 


P ro 


G.ln 


Lys 


Gly 


Arg 


Ser 


Asp 


Thr 


Leu 





Please Note: 

Use of n and/or Xaa have been detected in this Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY DATE: 01/2 5/^^001 

PATENT APPLICATION: US/09/756,24 7 TIME; 10:36:27 

Input SeL : A:\es.txt 

Output Set: N:\CRF3\0i252001.\I756247 .raw 

L:20 M;270 C; Cu rrtint Application Hiimber differs/ Replaced Current Application Number 
L:22 77 M:341 W: (46) "n" or "Xna" usod, for SEQ ID**:26 
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